Legend

META LAYER

interface release

interface_release
release_name
description
updated

created

schema_release

schema_release
release_name
description
updated

created

db release

db_release PK
release_name

LINK LAYER

AUTHOR LAYER

update: cascade

author_interface release

(1,n)

firstname

middlename
lastname
interface release

CPK/CFK
CPK/CFK
CPK/CFK

delete: cascade

update: cascade

LINK LAYER

update: cascade

author exon release
firstname CPK/CFK
o middlename CPK/CFK
(1.0) lastname CPK/CFK
’ exon_id CPK/CFK
exon_release CPK/CFK

FEATURE RELEASE
ANNOTATION LAYER

delete: cascade

update: cascade

LINK LAYER

update: cascade

SEQUENCE LAYER

update: cascade

sequence_release

author transcript release

firstname
middlename

(1,n)| lastname
transcript_id
transcript_release

CPK/CFK
CPK/CFK

CPK/CFK
CPK/CFK
CPK/CFK

(1,1)

T (1,1)

author

author_schema_release

firstname CPK

(1,n)

firsthame

middlename
lasthame
schema_release

CPK/CFK
CPK/CFK
CPK/CFK

middlename CPK
lastname CPK

updated

delete: cascade

update: cascade

author db release

description
updated

created

(1,n)

firstname
middlename
lastname
db_release

CPK/CFK
CPK/CFK
CPK/CFK

delete: cascade

T T (1,1)
(1,1)

delete: cascade

update: cascade

(1,1)

SPECIES LAYER

FAMILY LAYER ANALYSIS LAYER

delete: cascade

author _secis_release
firsthame CPK/CFK
o middlename CPK/CFK
(1,n)| lastname CPK/CFK
secis_id CPK/CFK
secis_release CPK/CFK

delete: cascade

update: cascade

delete: cascade ¥(1 ,n)

update: cascade

(1,n)

(1,1 promoter_release
+H— promoter_id CPK
promoter_release CPK
program CFK
+— program_release CFK

author secis_release
firstname CPK/CFK (1)
o< middlename CPK/CFK O
(1,n) lastname _ CPK/CFK
promoter_id CPK/CFK
promoter release CPK/CFK

delete: cascade

(1,1) | seq_start

type of table

data table

link table
validation table

type of relationship

type of participation

one-to-one = ————
one-to-many ———<

Mandatory —+Ho<
Optional

—0<

many-to-many

degree of participation

Maximum

- type of key update rules deletion rules
Primary Key PK
. Cascade Cascade
Foreign Key FK
. Deny Deny
Unique Key UK . .
. . Nullify Nullify
Composite Primary Key CPK . .
: ) Restrict Restrict
Composite Foreign Key - CFK Set default Set default
Composite Unique Key CUK

seqg_end
updated
created

delete: cascade

update: cascade

residue_release

(1,1)

update: cascade exon_release transcript release sequence. id CPK
exon_release (1,1) (1,n) | exon_id CPK/CFK sequence_release CPK
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